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Fig. 9 



EYPP -BARR2 -Db4 8 
661/221 



CTG CTG 
L L 
721/241 
GGA CTC 
G L 
1/1 



691/231 

GAG TTC GTG ACC GCC GCC GGG ATC ACT CTC GGC ATG GAC GAG CTG TAC AAG TCC 

EFVTAAGITLGMDELYKS 

751/251 

AGA TCT CGA GCT CAA GCT TCG AAT TCT GCA GTC GAC GGT ACC ACG CGC ACC 

T?gT>«.j-\*««f — ____ " * J * 



R 



S 



K 3 
31/11 



G 



R 



ATG GGT GAA AAA CCC GGG ACC AGG GTC TTC AAG AAG TCG AGC CCT AAC TGC AAG CTC ACC 
M GEKPGTRVFKKSSPNCtct. *n 



F K 
91/31 



M G E 
61/21 

GTG TAC TTG GGC AAG CGT GAC TTT GTG GAT CAC TTG GAC AAA 

VYLGKRDFVDHLDK 
121/41 151/51 

GTG GTG CTT GTG GAT CCT GAC TAC TTG AAG GAC CGG AAA GTG TTT 



GTG 
V 



N 

GAT CCT GTC GAT GGT 
D P V D G 



V V 
181/61 
GCC TTC 
A F 
241/81 

TTC ATC GCC ACC TAC CAG GCC TTC 
FIATYQAF 
301/101 

CTA CAG GAC CGA CTG CTG AAG AAG TTG 
D R l» L K K I» 



GTG ACC CTC ACC 
V T L T 



TGT 
C 



L Q 
361/121 



" v u tr u x LKDRKVF 

211/71 

CGC TAT GGC CGA GAA GAC CTG GAT GTA CTG GGC CTG TCT TTC CGC AAA GAT CTG 
RYGREDLDVLGliS F RKDL 

271/91 

CCC ATG CCC AAC CCA CCT CGG CCC CCC ACC CGC 
PMPNPPR PPTR 
331/111 

GGC CAG CAT GCC CAC CCC TTT TTT TTC ACA ATA 
GQHAHPFFFTT 
391/131 



CCC 
P 



CCC CAG AAT TTG CCT TGC TCC GTC ACA CTG CAG CCA GGA CCG GAG GAC ACA GGG AAG GCC 
* G N *PCSVTLQPGPEDTfl*-A 



P Q 
421/141 

TGT GGA GTA GAC TTT GAG ATT CGA GCC 

CGVDFEIRA 
481/161 



L Q 
451/151 
TTC TGT 
F C 
511/171 



GCC AAA TCT ATA GAA GAA AAA AGC CAC 
AKSIEEKSH 



AAA AGG AAC TCC GTG CGG CTT ATC ATC AGA AAG GTA CAG TTT GCT CCT GAG ACA CCC GGC 
NSVRLIIR KVQFA PETPG- 



krnsvrli irkv 

541/181 571/191 

CCC CAG CCA TCA GCT GAA ACC ACA CGC CAC TTC CTC ATG TCT GAC CGG AGG TCC CTG CAC 

° P SAETT RHFLMSDRRSLH 

631/211 

GCT TCC CTG GAC AAA GAG CTG TAC TAC CAT GGG GAA CCC CTC AAT GTC AAC GTC 

ASLDKELYYHGEPLN 

691/231 



P Q 
601/201 
CTA GAG 
L 

661/221 



N 



CAC GTC ACC AAC AAT TCT GCC AAG ACC GTC AAG AAG ATC AGA GTG TCT GTG AGA CAG TAT 



N 



S 



K 



R 



S 



F 



S 



GCG 
A 



V K 
751/251 

CAG TAC AAG TGT CCT GTG GCT CAG CTT GAA CAA 

QYKCPVAQLEQ 
811/271 

CCC AGT TCC ACA TTC TGC AAG GTG TAC ACC ATA ACC CCG CTG CTC 

VYTITPIiL 

GGG CAA CTC AAG CAC GAA GAC ACC 
GQLKHEDT 



H V 
721/241 

GCC GAC ATT TGC CTC TTC AGC ACC 
A D I C I, 
781/261 

GAT GAC CAG GTG TCT 

DD QVSPSSTFCK 
841/281 871/291 
AGT GAC AAC CGA GAG AAG CGT GGC CTT GCC CTT GAT 
SDNREKRGLALD 
901/301 931/311 
AAC CTG GCT TCC AGC ACC ATT GTG AAG GAG GGA GCC AAC AAG GAG GTG CTG GGA ATC CTA 

961/321 ASSTIVKEGA NKEVLGI L 
961/321 991/331 

GTA TCC TAC AGG GTC AAG GTG AAG CTG GTG GTG TCT CGA GGC GGG GAT GTC TCC GTG GAG 

10217*41 RVKVKI <VVSRGGDVSVE 
1021/341 1051/351 

CTA CCT TTC GTC CTA ATG CAC CCC AAG CCC CAC GAC CAC ATC ACC CTT CCC CGA CCC CAG 

Wa.l' h " H P K Llj371 D H 1 T ^ ^ * * ° 

TCA GCC CCC CGG GAA ATA GAC ATC CCT GTG GAT ACC AAC CTC ATT GAA TTC GAT ACC AAC 

?-,j.n,„o, REID1PV DTNLIEFDTN 
1141/381 1171/391 

TAT GCC ACA GAC GAC GAC ATC GTG TTT GAG GAC TTT GCG AGG CTT CGG CTG AAG GGG ATG 
1201%01 T ? 23 j410 P " R L R ^ K ° « 



WO 2004/067717 



12/21 



PCTYUS2004/002029 



AAG GAT GAC GAC TGT GAT GAC CAG TTC TGC GTC GAC CAG ATT TTC GTC AAG ACT TTG 
KDDDCDDQFCVDQIFVKTZi 
22/8 52/18 

ACC GGT AAA ACC ATA ACA TTG GAA GTT GAA TCT TCC GAT ACC ATC GAC AAC GTT AAG TCG 
TGKTITLEVESSDTIENVKS 
82/28 112/38 

AAA ATT CAA GAC AAG GAA GGT ATC CCT CCA GAT CAA CAA AGA TTG ATC TTT GCC GGT AGG 
KIQDKEGIPPDQQRLIFAGR 
142/48 172/58 

CAG CTA GAA GAC GGT AGA ACG CTG TCT GAT TAC AAC ATT CAG AAG GAG TCC ACC TTA CAT 

Q&EDGRTLSDYNIQKESTIiH 
202/68 

CTT GTG CTA AGG CTA AGA GGT GGT TGA 
LVLRIiRGG *** 



WO 2004/067717 



13/21 



PCT/US2004/002029 



Fig. 10 



EGFP-BARR2 -Ub48 
661/221 

CTG CTG GAG TTC 
L L E F 
721/241 

GGA CTC AGA TCT 
G L R S 
1/1 

ATG GGT GAA AAA 
M G E K 
61/21 

GTG TAC TTG GGC 

V Y h G 
121/41 

GTG GTG CTT GTG 

V V L V 
181/61 

GCC TTC CGC TAT 
A F R Y 
241/81 

TTC ATC GCC ACC 

FIAT 

301/101 

CTA CAG GAC CGA 
L Q D R 
361/121 

CCC CAG AAT TTG 
P Q N L 
421/141 

TGT GGA GTA GAC 
C G V D 
481/161 

AAA AGG AAC TCC 
K R N S 
541/181 

CCC CAG CCA TCA 
P Q P S 
601/201 

CTA GAG GCT TCC 

LEAS 

661/221 

CAC GTC ACC AAC 
H V T N 
721/241 

GCC GAC ATT TGC 
A D I C 
781/261 

GAT GAC CAG GTG 
D D Q V 
841/281 

AGT GAC AAC CGA 
S D N R 
901/301 

AAC CTG GCT TCC 
N L A S 
961/321 

GTA TCC TAC AGG 

V S Y R 
1021/341 

CTA CCT TTC GTC 

L P F V 

1081/361 

TCA GCC CCC CGG 

S A P R 

1141/381 

TAT GCC ACA GAC 

V A T D 
1201/401 



GTG ACC GCC 
VTA 

CGA GCT CAA 
R A Q 

CCC GGG ACC 
P G T 

AAG CGT GAC 
K R D 

GAT CCT GAC 
D P D 

GGC CGA GAA 
G R E 

TAC CAG GCC 

V Q A 

CTG CTG AAG 
I* L K 

CCT TGC TCC 
PCS 

TTT GAG ATT 
F E I 

GTG CGG CTT 

V R h 

GCT GAA ACC 
A E T 

CTG GAC AAA 
Ii D K 

AAT TCT GCC 
N S A 

CTC TTC AGC 
L F S 

TCT CCC AGT 
S P S 

GAG AAG CGT 
E K R 

AGC ACC ATT 
S T I 

GTC AAG GTG 

V K V 

CTA ATG CAC 
L M H 

GAA ATA GAC 
E I D 

GAC GAC ATC 
DDI 



GCC 
A 



GCT 

A 



AGG 
R 



TTT 
F 



TAC 
Y 



GAC 
D 



TTC 
F 



AAG 
K 



GTC 
V 



CGA 
R 



ATC 
I 



ACA 
T 



GAG 
E 



AAG 
K 



ACC 
T 



TCC 
3 



GGC 
G 



GTG 
V 



AAG 
K 



CCC 
P 



ATC 
I 



GTG 
V 



GGG 
G 

TCG 



GTC 
V 



GTG 
V 



TTG 
L 



CTG 
Zi 



CCC 
P 



TTG 
L 



ACA 
T 



GCC 
A 



ATC 
I 



CGC 
R 



CTG 

Zj 



ACC 
T 



GCG 
A 



ACA 
T 



CTT 
It 



AAG 
K 



CTG 
L 



AAG 
K 



CCT 
P 



TTT 
F 



CAT 
H 



691/231 
ATC ACT CTC 
I T L 
751/251 
AAT TCT GCA 
K 9 A 
31/11 

TTC AAG AAG 
F K K 
91/31 

GAT CAC TTG 
DHL 
151/51 
AAG GAC CGG 
K D R 
211/71 
GAT GTA CTG 
D V L 
271/91 
CCC ATG CCC 
P M P 
331/111 
GGC CAG 
6 Q 
391/131 
CTG CAG CCA 
L Q P 
451/151 
TTC TGT GCC 
F C A 
511/171 
AGA AAG GTA 
R K V 
571/191 
CAC TTC CTC 
H F Zi 
631/211 
TAC TAC CAT 

V Y H 
691/231 
GTC AAG AAG 

V K K 
751/251 
CAG TAC AAG 
Q Y K 
811/271 
TTC TGC AAG 
F C K 
871/291 
GCC CTT GAT 
A L D 
931/311 
GAG GGA GCC 
EGA 
991/331 
GTG GTG TCT 

V V S 
1051/351 
CCC CAC GAC 
PHD 
1111/371 
GTG GAT ACC 

V D T 
1171/391 
GAG GAC TTT 
E D F 
1231/410 



GGC ATG GAC GAG CTG TAC AAG TCC 
GMDELYKS 

GTC GAC GGT ACC ACG CGC ACC 
V D G T T R T 

TCG AGC CCT AAC TGC AAG CTC ACC 
SSPNCKLT 

GAC AAA GTG GAT CCT GTC GAT GGT 
DKVDPVDG 

AAA GTG TTT GTG ACC CTC ACC TGT 
KVFVTLTC 

GGC CTG TCT TTC CGC AAA GAT CTG 
GLSFRKDIi 

AAC CCA CCT CGG CCC CCC ACC CGC 
NPPRPPTR 

GCC CAC CCC TTT TTT TTC ACA ATA 
AHPFFFTI 

GGA CCG GAG GAC ACA GGG AAG GCC 
GPEDTGKA 

AAA TCT ATA GAA GAA AAA AGC CAC 
KSIEEKSH 

CAG TTT GCT CCT GAG ACA CCC GGC 
QFAPETPG 

ATG TCT GAC CGG AGG TCC CTG CAC 
MSDRRSLH 

GGG GAA CCC CTC AAT GTC AAC GTC 
GEPLNVNV 

ATC AGA GTG TCT GTG AGA CAG TAT 
IRVSVRQY 

TGT CCT GTG GCT CAG CTT GAA CAA 
CPVAQLEQ 

GTG TAC ACC ATA ACC CCG CTG CTC 
VYTXTPXiXi 

GGG CAA CTC AAG CAC GAA GAC ACC 
GQLKHEDT 

AAC AAG GAG GTG CTG GGA ATC CTA 
NKEVLGIL 

CGA GGC GGG GAT GTC TCC GTG GAG 
RGGDVSVE 

CAC ATC ACC CTT CCC CGA CCC CAG 
HITLPRPQ 

AAC CTC ATT GAA TTC GAT ACC AAC 
NLI'EFDTN 

GCG AGG CTT CGG CTG AAG GGG ATG 
ARLREiKGM 



WO 2004/067717 



14/21 



PCTYUS2004/002029 



AAG GAT GAC GAC TGT GAT GAC GAG TTC TGC GTC GAC GAG ATC TTC GTG AAG ACT CTG 
KDDDCDDQFCVDQIPVKTL 
22/8 52/18 

ACT GGT AAG ACC ATC ACC CTC GAG GTG GAG CCC AGT GAC ACC ATC GAG AAT GTC AAG GCA 

TGKTITLEVEPSDTIENVKA 
82/28 112/38 

AAG ATC CAA GAT AAG GAA GGC ATT CCT CCT GAT CAG CAG AGG TTG ATC TTT GCC GGA AGA 

KIQDKEGIPPDQQRLIPAGR 
142/48 172/58 

CAG CTG GAA GAT GGT CGT ACC CTG TCT GAC TAC AAC ATC CAG AAA GAG TCC ACC TTG CAC 

QkEDGRTLSDYNIQKESTLH 
202/68 

CTG GTA CTC CGT CTC AGA GGT GGG TGA 
LVLRLRGG *** 



15/21 



PCTYUS2004/002029 




•i 



1 




»— f Qj CQ QJ 



si 

O 3 <L> 

all 

JS2 8 £ 

111 



00 



»3 



s I 
? J 8 

a "a if! 

1|l II 
pq £ m > S 



I 

^ 8 
3 



*0 *d T3 T) 



g 53 o o o o .9 
3 .fe ° jo o o g 

> i_5 PQ PQ pQ ffl PQ 




8 
5 



a a 



i i 



5 



•I 



vo cn *n 



v© 



cs in m 




lis 

SI I 



I 

CD 



WO 2004/067717 



16/21 



PCT/US2004/002029 




CO 



•s .a 

2 2 




<D 
co 

I 

O 

S 5 

-S 13 
2 S 
PQ £ 



•a 

55 

I 



to a> 
.S .3 

o o 

"S c 
WWW 



1 



£3 




Hi 



§ 

o 

I § 

Ph CO 



* -1 MM 
g § 2 § a| 

j3 5 13 <3 3 S3 

> 5 o M S > 

i 

M " i CO 

a i a 

CD '3 ,£3 

O S| 

"gal 
Son 

.2 'C 



1 

CO 

<D 



ttf) 



is 

o « a 




.8 

cl, 



III! 



2 £ 

a cd 

o +2 

PQ Ph 



CO ^ 



O 

o 

X 



(S (S »h ^ fH 



-si" ^J- <N ^ 




I 
.s 

CO 
CO 

2 

O 



8-8. 

ll 

WD a 

§> 

ed o 

.I' 1 if -s 
1 §«§ Ilea 



o a 

3 J 
t§ g 

O & 



'o 

o 

■s I 

J I 

15 



1 

CO 

O 

-a 



CD 



.9 



CD 

a 

II 
£3 



CD 

Ills 

Pi H 73 < 




WO 2004/067717 



17/21 



PCT/US2004/002029 




•3 



i 

o 



CO 

O 



CO 

s 

O 

o< 

O 
03 



O 

i 



8 o 

'I 



I 

CD 

•S 

s 
J if 



wOQU 



3 
I 

O 

1 



o 

! 



£ o 
O O 





8\1 1 I 
a< O oq 



§ 

CO 

a * 

I B 

"to .3 



a 



o 
o 

§ 
2 

I 



55 .55 

CO CO 

CO CD 

cs a 

CD CD 

toO too 

O O 

CD CD 

a a 



cd 

5 5 3 



p 8 



13 *e§ 



CD *> 

X -S 
n, o 35 



=2 

CD 

o 



55 *-< 
£ cd 



<3 PL, 



O 

o 
a 

CD 

i 



i 

9 o 



3 a, 

o £3 
CP « 



i 



•I 



S3 
O 



2 w ^ o 



.5 
% 

<3 



CD 

.-a 



-S . 

f 8 
o i 

8.8 
o 



u 2 

1 §<s 

E 2 (30 
o S 

a .a ! 

<D co 

S S g 

•s ? § 

age 

0 C h G 
*o 'S «3 o 

1 2113 
OHO? 



CD 

ot a 



2, g 

CD w 

1 I i 
J« It 

£ -g 5 ft> 

_ o +£ n> 

•fe ^ -a 5 5 

I J J 

o o o o 



.1° 
I 

CO 

a 

a 

"eo 

o 
3 




111 5 a 

lis! 



o 

| 

IS 
3 9 



CD 

1 



WO 2004/067717 



18/21 



PCT/US2004/002029 



Fig. 11B 
G protein-coupled receptors: 

(Division into Class A 
Or Class B) 

1. Al adenosine receptor [Homo sapiens]. ACCESSION AAB25533 
npivyaf riqkfirvtfl khvndhfrcq pappidedlp eerpdd 

Class A 

2. adrenergic, alpha -1B-, receptor [Homo sapiens]. ACCESSION NP__000670 
npiiypcsskeflaafvrilgc^ 

gapppvelcafpewkapgaUslpapep 

pgqf 

Class A 

3. adrenergic receptor alpha-2A [Homo sapiens]. ACCESSION AAG00447 
npviytifiihdfirafkkilcrgdrkriv 

Class A 

4. alpha-2B-adrenergic receptor - human. ACCESSION A37223 
npviytifiiqdfrrafrrilcrpwtqtaw 

Class A 

5. alpha-2C-adrenergic receptor - human. ACCESSION A3 1237 
npviytvfoqdfipsfkhilfirrrrgfrq 

Class A 

6. beta-l-adrenergic receptor [Homo sapiens]. ACCESSION NP 000675 



adsd ssldepcrpgfaseskv 
Class A 

7. beta-2 adrenergic receptor. ACCESSION P07550 
npliycrspdfriafqe^^^^ 

tndsll 

Class A 

8. dopamine receptor Dl [Homo sapiens]. ACCESSION NPJ)00785 
npnya&adfrkafstllgcyrlc^^^ 

eklspalsvildydtdvslekiqpitqngqhpt 
Class A 

9. D(2) dopamine receptor. ACCESSION P14416 
npiiyttfhiefrkaflkilhc 

Class A 
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10. d3 dopamine receptor - human. ACCESSION GO 1 977 
npviyttmiefrkaflkilsc 

Class A 

11. dopamine receptor D4 - human. ACCESSION DYHUD4 
npviytvfiiaefrnvfi-kalracc 

Class A 

12. dopamine receptor D5 - human. ACCESSION DYHUD5 
npviyafi^^ 

fqiyqtspdgdpvaesvweldcegeisldkitpftpngfh 



13. 



14. 



16. 



Class A 

muscarinic acetylcholine receptor Ml [Homo sapiens]. ACCESSION NP 000729 
npmcyalcnkafrdtfrllllcrwdkrrwrkipkrpgsvhrtpsrqc 
Class A 

muscarinic acetylcholine receptor M2 [Homo sapiens]. ACCESSION NP 000730 
npacyalcnatfkktfkhllmchyknigatr " ~ 

Class A 



15. muscarinic acetylcholine receptor M3 [Homo sapiens]. 

npvcyalcnktmtfkmlllcqcdkkkrrkqojqqrqsvifhkrapeqal 
Class A 



muscarinic acetylcholine receptor M4 [Homo sapiens]. ACCESSION NP 000732 
npacyalcnatfkktfi-hlllcqyrnigtar 
Class A 



17. m5 muscarinic receptor, locus HUMACHRM ACCESSION AAA5 1 569 
npicyalcnrtfiktfkmUlcrwkkkkveeklywqgnsklp 

Class A 

18. 5-hydroxytryptamine (serotonin) receptor 1A [Homo sapiens]. ACCESSION 
BAA90449 

npviyayfnkdfqnafkkiikckf 
Class A 

19 ' S-W™xytrypUi m me (serotonin) receptor IB [Homo sapiens]. ACCESSION 

npuytmsnedflcqafhklirfkcts 
Class A 
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20. 5-hydroxytryptamine (serotonin) receptor IE [Homo sapiens]. ACCESSION 
BAA94458 

npllytsfhedfklafkklircre 
Class A 

21. OLFACTORY RECEPTOR 6A1. ACCESSION 095222 
npiiyclrnqevkralccilhlyqhqdpdpkkgsmv 

Class A 

22. OLFACTORY RECEPTOR 2C1. ACCESSION 095371 
npliytlrnmevkgalrrllgkgrevg 

Class A 

23. angiotensin receptor 1 [Homo sapiens]. ACCESSION NP_03361 1 
nplfygflgkkfkryflqllkyippkakshsnlsfto 

Class B 

24. angiotensin receptor 2 [Homo sapiens]. ACCESSION NP_000677 
npflycfvgnrfqqklrsv^pitwlqgkresmscrkssslremetfv^ 

Class B 

25. interleukin 8 receptor beta (CXCR2) [Homo sapiens]. ACCESSION NMJ)01557 

NPLIYAFIGQKFRHGLLKILAIHGLISKDSLPKDSRPSFVGSSSGHTSTTL 
Class B 

26. cx3c chemokine receptor 1 (cx3crl) (fractalkine receptor) 
ACCESSION P49238 

npliyafagekfrrylyhlygkclavlcgrsvhvdfsssesqrsrhgsvlssnflyhtsdgdaim 
Class B 

27. neurotensin receptor - human. ACCESSION S29506 

npilynlvsanfrhiflatlaclcpvwrrn-krpafsrkadsvssnhflssna 
Class B 

28. SUBSTANCE-P RECEPTOR (SPR) (NK-1 RECEPTOR) (NK-1R). ACCESSION P25103 
npiiycclndifflgfldiafrccpfisagdyegle 

mtesfsfesnvls 

Class B 

29. vasopressin receptor type 2 [Homo sapiens]. ACCESSION AAD1 6444 
npwiyasfsssvsselrsllccargrtppslgpqdesc^fassslakdtss 

Class B 

30. thyrotropin-releasing hormone receptor - human. ACCESSION JN0708 
npviynlmsqkfraafrklcnckq^^ 

Class B 
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oxytocin receptor - human. ACCESSION A55493 
npwiymlftghlfhelvqrflccsasylkgrrlgeteaskkm 
Class B 

neuromedin U receptor 1 [Homo sapiens]. ACCESSION AAG24793 
npvlyslmssrfretfqealcte 
Class B 

gastrin receptor. ACCESSION AAC37528 
nplvycfmhiTfrqacletcarccpipprarpralpdedpptps 
Class B 

galanin receptor 3 [Homo sapiens]. ACCESSION 10879541 
nplvyalasrhfrarfolw^ 
Class A 

edg-1 - human. ACCESSION A35300 
npiiytltnkemrrafirii^ 
Class A 

central cannabinoid receptor [Homo sapiens]. ACCESSION NP J)57 167 
npiiyakskdkhafomfpscegtaqpldnsm 
Class A 

delta opioid receptor - human. ACCESSION 138532 

npvlyafldenfkrcfrqlcrkpcgrpdpssfsxpreatarervtactpsdgpgggraa 
Class A 

proteinase activated receptor 2 (PAR-2) human. ACCESSION P55085 
dpfvyyfvshdfrdhaknallcrsvrtvkqmqvsltsk^ 
Class B 

vasopressive intestinal peptide receptor (VBPR) rat. ACCESSION NM_012685 

NGEVQAELREKWRRWHLQGVLGWSSKSQHPWGGSNGATCSTQVSMLTRVSPSA 
RRSSSFQAEVSLV 

Class B 



